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SEQUENCE LISTING 

<110> Kabushiki Kaisha Hayashibara Seibutsu Kagaku Kenkyujo 

<120> Expression enhancer for protein synthesis inhibitory genes 

<130> W0866 

<160> 4 

< 210 > 1 
<211> 188 
<212> PRT 

<213> Homo sapiens 
•< 220 > 

<221> Signal 
<222> (1). . . (23) 

< 220 > 

<221> Mature chain 
<222> (24). . . (188) 

<300> 

<308> P01563 (Swissprot) 

<400> 1 

Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu Val Leu Ser Cys 
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< 210 > 2 

<211> 189 

<212> PRT 

<213> Homo sapiens 
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< 220 > 

<221> Signal 
<222> (1). . . (23) 

< 220 > 

<221> Mature chain 
<222> (24). . . (189) 

<300> 

<308> P32881 (Swissprot) 

<400> 2 



Met 


Ala 


Leu 


Thr 


Phe 


Tyr 


Leu 


Leu 


Val 


Ala 


Leu 


Val 


Val 


Leu 


Ser 


Tyr 


1 








5 










10 










15 




Lys 


Ser 


Phe 


Ser 


Ser 


Leu 


Gly 


Cys 


Asp 


Leu 


Pro 


Gin 


Thr 


His 


Ser 


Leu 








20 










25 










30 






Gly 


Asn 


Arg 


Arg 


Ala 


Leu 


He 


Leu 


Leu 


Ala 


Gin 


Me t 


Arg 


Arg 


He 


Ser 






35 










40 










45 








Pro 


Phe 


Ser 


Cys 


Leu 


Lys 


Asp 


Arg 


His 


Asp 


Phe 


Glu 


Phe 


Pro 


Gin 


Glu 




50 










55 










60 










Glu 


Phe 


Asp 


Asp 


Lys 


Gin 


Phe 


Gin 


Lys 


Ala 


Gin 


Ala 


He 


Ser 


Val 


Leu 


65 










70 










75 










80 


His 


Glu 


Met 


He 


Gin 


Gin 


Thr 


Phe 


Asn 


Leu 


Phe 


Ser 


Thr 


Lys 


Asp 


Ser 










85 










90 










95 




Ser 


Ala 


Ala 


Leu 


Asp 


Glu 


Thr 


Leu 


Leu 


Asp 


Glu 


Phe 


Tyr 


lie 


Glu 


Leu 








100 










105 










no 






Asp 


Gin 


Gin 


Leu 


Asn 


Asp 


Leu 


Glu 


Ser 


Cys 


Val 


Met 


Gin 


Glu 


Val 


Gly 






115 










120 










125 









Yal He Glu Ser Pro Leu Met Tyr Glu Asp Ser He Leu Ala Val Arg 




( 



4 n 

130 135 140 

Lys Tyr Phe Gin Arg He Thr Leu Tyr Leu Thr GIu Lys Lys Tyr Ser 

145 150 155 160 

Ser Cys Ala Trp Glu Val Val Arg Ala Glu He Met Arg Ser Phe Ser 

165 170 175 

Leu Ser He Asn Leu Gin Lys Arg Leu Lys Ser Lys Glu 
180 185 

< 210 > 3 
<211> 1733 
<21 2> DNA 

<213> Homo sapiens 

< 220 > 

<221> CDS 

<222> (51 1). . . (1077) 

< 220 > 

<221> sig_peptide 
<222> (511) . . . (579) 

< 220 > 

<221> mat_peptide 
<222> (580). . . (1074) 

<300> 

<308> J00207 (GenBank) 
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120 
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180 


taggatatgt 


aaatagatac 


acagtgtata 
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240 
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gctctggggt 


aaaagaggaa 
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420 
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gtgatctgcc 
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agcc tgggta 


gcaggaggac 


ct tgatgctc 
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tgtgtgatac 
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1 1 1 tcaaatg 
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1 1 1 1 taggag 


tat taatcaa 


cat tgtat tc 


agetettaag 


gcactagtcc 


ct tacagagg 
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at 1 1 aac t at 
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ac t tat 1 1 1 1 
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<210> 4 

<2I1> 633 

<212> DNA 

<213> Homo sapiens 

< 220 > 

<221> CDS 

<222> (48). . . (617) 

< 220 > 

<221> sig_peptide 
<222> (48). . . (116) 

< 220 > 

<221> mat_peptide 
<222> (117). . . (614) 

<300> 

<308> X03125 (GenBank) 

<400> 4 

aggggtcatc catctgaacc agctcagcag catccacaac atctacaatg gccttgactt 60 

tttatttact ggtggcccta gtggtgctca gctacaagtc attcagctct ctgggctgtg 120 

atctgcctca gactcacagc ctgggtaaca ggagggcctt gatactcctg gcacaaatgc 180 

gaagaatctc tcctttctcc tgcctgaagg acagacatga ctttgaattc ccccaggagg 240 

agtttgatga taaacagttc cagaaggctc aagccatctc tgtcctccat gagatgatcc 300 

agcagacctt caacctcttc agcacaaagg actcalctgc tgctttggat gagacccttc 360 

tagatgaatt ctacatcgaa cttgaccagc agctgaatga cctggagtcc tgtgtgatgc 420 
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aggaagtggg ggtgatagag tctcccctga tgtacgagga ctccatcctg gctgtgagga 480 
aatacttcca aagaatcact ctatatctga cagagaagaa atacagctct tgtgcclggg 540 
aggttgtcag agcagaaatc atgagatcct tctctttatc aatcaacttg caaaaaagat 600 
tgaagagtaa ggaatgagac ctggtacaac acg 633 




